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006 L4/5 IT CTX Glut 005 L5 IT CTX Glut 308 DCO 1122 Gly-Gaba
f;’ © 022 L5 ET CTX Glut © 006 L4/5 IT CTX Glut © 309 CB PLI Gly-Gaba
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022 L5 ET CTX Glut © 313 CBX Purkinje Gaba

~N - 062 STR D2 Gaba ~ | © 025 CA2-FC-IG Glut 314 CB Granule Glut
o LY 181 IC Tfap2d Maf Glut o & © 029 L6b CTX Glut @ 315 DCO UBC Glut
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TENE Mid High P1 P2 p3° P4° SP s1 S2 sa 1.5B 10B 25B
ANZE mRE
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T2 3 10 2 10 30 45 20 40 102 250° 40 250° | 650°

T10 - 2 - 2 6 9 4 8 20 50 8 50 130°

T20 - 1 - 1 3 4 2 4 10 25 4 25 65

T100 - - - - - - - - 2 5 - 5 13
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,eé\é:é: 1. Clark IC, Fontanez KM, Meltzer RH, et al. Microfluidics-free
. . . single-cell genomics with templated emulsification. Nat
PHMNCSHITNRIEMI. REF. WERFFM AL Biotechnol. 2023;41(11):1557-1566. doi:10.1038/s41587-023-
EIMFTH 7 #EIMEF . lllumina Single Cell 3' RNA Prep@ 01685-z
—ﬁ’%ﬂ:ﬁﬁﬁE%J—EEJVEEI'\JSCRNA-SGQWRE;%, eI 2. 'FontaTn'ez KM, Agam Y, Bevans S, et al. |I’1tVI’IhS'IC n.wolecular
identifiers enable robust molecular counting in single-
AMFMERFEFENEARARARNLRIE . BEHNF cell sequencing. bioRxiv. 2024;2024.10.04.616561;
BT ERIZEIEMRNATR. FBREHAXENS, T58 9o10.1101/2024.10.04.616561
3. Ali A, Manzoor S, Ali T, et al. Innovative aspects and applications
EHN AR D IFTLEEM. llumina Single Cell of single cell technology for different diseases. Am J Cancer Res.
3' RNA PrepEEEMEMZ AN, IRMEESLWEFH 2024,14(8):4028-4048. doi:10.62347/VUFU1836

4. Tirosh I, Suva ML. Cancer cell states: Lessons from ten years
of single-cell RNA-sequencing of human tumors. Cancer Cell.
2024,42(9):1497-1506. doi:10.1016/j.ccell.2024.08.005

5. Xiang L, Rao J, Yuan J, Xie T, Yan H. Single-Cell RNA-Sequencing:
Opening New Horizons for Breast Cancer Research. Int J Mol Sci.
2024,25(17):9482. doi:10.3390/ijms25179482

SCRNA-Seqiy R,

6 M-GL-03195 v3.0 RERZER, TEATIZH


https://www.illumina.com/products/by-type/sequencing-kits/library-prep-kits/single-cell-rna-prep.html
https://www.illumina.com/techniques/sequencing/rna-sequencing/ultra-low-input-single-cell-rna-seq.html
https://www.nature.com/articles/s41587-023-01685-z
https://www.nature.com/articles/s41587-023-01685-z
https://www.biorxiv.org/content/10.1101/2024.10.04.616561v1
https://www.biorxiv.org/content/10.1101/2024.10.04.616561v1
https://www.biorxiv.org/content/10.1101/2024.10.04.616561v1
https://pubmed.ncbi.nlm.nih.gov/39267684/
https://pubmed.ncbi.nlm.nih.gov/39267684/
https://pubmed.ncbi.nlm.nih.gov/39214095/
https://pubmed.ncbi.nlm.nih.gov/39214095/
https://pubmed.ncbi.nlm.nih.gov/39273429/
https://pubmed.ncbi.nlm.nih.gov/39273429/

Ordering information

lllumina Single Cell 3' RNA Prep

= ®"S

lllumina Single Cell 3' RNA Prep, T2 (8#f7x, 2000-NHAE/#%2s) 20135689
lllumina Single Cell 3' RNA Prep, T10 (8%, 10,000-N4AA/#E2x) 20135691
lllumina Single Cell 3' RNA Prep, T20 (4##7x, 20,000 4H/#7%) 20135692
lllumina Single Cell 3' RNA Prep, T100 (247, 100,000-MAH/1¥7) 20135693
lllumina Single Cell Unique Dual Indexes (96#7%, 96#¥1s) 20132788
lllumina Single Cell Nuclei Isolation Kit (4#£7k) 20132795
lllumina Single Cell Supplemental Enrichment and Amplification Kit 20132794
lllumina Single Cell Prep NI Ji&%& 20132796
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